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FER_CAPAA/1-97 EFDCPDDVY I LDQAE EAGHDLFTSERAG SCSSCAGK | J"'-.GGA‘I.I’DQTDGH F LDDDQLE EC
FER_CAFAN/1-144 EFDCPDNVY | LDOAEEACHDLPYSCRAGSCSSCAGK | ACCAVDQTDOGNFLDDDQLEEG
FERI_SOLLC/1-144 EFECPDDVY | LDOAEEEGHDLPYSCRAGSCSSCAGKVTAGSYDOQSDLGNFLDEDQE AAG
Qa3ixia_s0oLTusl-144 EFECPDDVY | LDOAEEECGHDLPYSCRAGSCSSCAGKVTACTVDQSDGKFLDDDQE AAG
FERI_PEA/1-149 EFECP5DVY | LDHAEEVGIDLPYSCRAGSCSSCAGKVVCCGEVDQSDLSFLDDEQIEAG
Q7/XA95_TRIPR/1-152 EFDCPDDVY | LDHAEEVGIELPYSCRAGSCSSCAGKVVNCNVNQEDGSFLDDEQIECG
FERI_MESCR/1-148 ELECPDDVY | LDAAEEAGIDLPYSCRAGSCSSCAGKVTSCGSYNQDDGSFLDDDOQIKEG
FERI_SPIOL/1-147 EFQCPDDVY | LDAAEEEGCIDLPYSCRAGSCSSCAGKLKTCGSLNQDDQSFLDDDQIDEG

FER3_RAPSA/1-96 EVECDDDVYVLDAAEEAGIDLPYSCRAGSCSSCAGKVYSCGSVDQSDASFLDDDOQIAEG
FERI_ARATH/1-148 EVECDDDVYVLDAAEEAGIDLPYSCRAGSCSSCAGKVVYSGSVYDQSDASFLDDEQIGEG
FER_BRANA/1-96 EVECDDDVYVLDAAEEAGIDLPYSCRAGSCSSCAGKVYSCFYDQSDESFLDDDQIAEG

FERZ_ARATH/1-148 EVECEEDVYVLDAAEEAGCLDLPYSCRAGSCSSCAGKVVSCLSIDQSDASFLDDEQMSEG
Q93260 _ARATH/1-115 EVECEEDVYVLDAAEEAGCLDLPYSCRAGSCSSCAGKVYSGS IDAQSDAQSFLDD - -----
FERI_MAIZE/1-150 ELQVPDDVY | LDOAEEDGC IDLPYSCRAGSCSSCAGKVVSLSVDQSDASY LDDCQI ADG
O80429_MAIZE/L-140 ELQVPDDVY | LDFAEEEGIDLPFSCRAGSCSSCAGKVYSCGSYDAQSDASFLNDNQVADG



