806 MuscleWs alignment of Uniref50 Sequences - FASTA
File Edit Select View Format Colour Calculate Web Service

80 90 100 110 120

FER_CAPAA/1-97 EFDCPDDVY | LDOAEEAGHDLPYSCRAGSCSSCAGK | AGGAVDQTDGNFLDDDQLEEG [~
FER_CAPAN/1-144  EFDCPDNVY | LDQAEEAGHDLPYSCRAGSCSSCAGK I AGGAVDQTDGNFLDDDQLEEG
FER1_SOLLC/1-144  EFECPDDVY | LDQAEEEGHDLPYSCRAGSCSSCAGKVTAGSVDQSDGNFLDEDQEAAG
Q93X/9_SOLTU/1-144 EFECPDDVY | LDQAEEEGHDLPYSCRAGSCSSCAGKVTAGTVDQSDGKFLDDDQEAAG
FER1_PEA/1-149 EFECPSDVY | LDHAEEVGIDLPYSCRAGSCSSCAGKVVGGEVDQSDGSFLDDEQ I EAG
Q7XA98_TRIPR/1-152 EFDCPDDVY | LDHAEEVGIELPYSCRAGSCSSCAGKVVNGNVNQEDGSFLDDEQ|EGG
FERI_MESCR/1-148 ELECPDDVY | LDAAEEAGIDLPYSCRAGSCSSCAGKVTSGSVNQDDGSFLDDDQIKEG
FER1_SPIOL/1-147 ~ EFQCPDDVY | LDAAEEEGIDLPYSCRAGSCSSCAGKLKTGSLNQDDQSFLDDDQ IDEG
FER3_RAPSA/1-96 EVECDDDVYVLDAAEEAG IDLPYSCRAGSCSSCAGKVVSGSVDQSDQSFLDDDQI AEG
FER1_ARATH/1-148 EVECDDDVYVLDAAEEAGIDLPYSCRAGSCSSCAGKVVSGSVDQSDQSFLDDEQIGEG
FER_BRANA/1-96 EVECDDDVYVLDAAEEAG IDLPYSCRAGSCSSCAGKVVSGFVDQSDESFLDDDIQI AEG

FERZ_ARATH/1-148 EVECEEDVYVLDAAEEACLDLPYSCRAGSCSSCACKVVSCSIDQSDOSFLDDEQMSECG
Q93760_ARATH/1-118 EVNECEEDVYVLDAAEEAGLDLPYSCRAGSCSSCACKVVSGSIDAQSDASFLDD------ !




