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FER_CAPAA/1-97 = = === === o= o= oo so o osss-oesssssssso--oeo- ASYKVKLITPDGPIEFDCPDDVYILDQAEEAGHDLPYSCRA

FER_CAPAN/1-144 l"u"l#. —————— SVSATMISTSFMPRKPAVTSL - KPIPNVGE——ALFGL'KS A--NGGKVTCMASYKVKLITPDGPIEFDCPDNVYILDQAEEAGHDLPYSCRA

FER1_SOLLC/1-144 MA - - e ”"'“”u"GE——ﬁ.LFGL:I{S—G——RNGRITEMAS‘I"KUI{LITPEGPIEFEEPDD‘U""I"ILDDﬁ.EEEGHDLP"I"SERﬁ.
Sequence Details .

Q93XJ9_S50LTU/1-144 'l"u"IA | "u"GE——ALFGL:KS—G——RNGRITEMAS"I"KVKLITPDGPIEFEEPDD‘U""I"ILDEAEEEGHDLPYSEEJ&

Show annotations

FER1_PEA/1-149 Il"u"l;!'J'.TT---F"J\i".L"l"IETJ\E". Hide annotations > FSN--GFLGLEH.T-SLKRGDLﬁ.UJﬂ.Mﬁ.SYKUKLUTPDGTC&EFECPSD"J"'I"ILDH#.EEUGIDLP‘I"ECR#.
Q7XA98_TRIPR/1-152 MATT - - -PALYGTA  A44 reference annotations TKAFPSGFGLKSVSTKRGDLAVAMATYKVKLITPEGPQEFDCPDDVYILDHAEEVGIELPYSCRA
FER1_MESCR/1-148 If'u"lﬁ.lﬂ.T--TJﬂ.ﬁ.LSGﬁ.T Edit > UGR--ﬁ.LFGLih’.S-Eﬁ.SR-GRUT;&M#.#.‘I’KUTLUTPEGK[}ELECPDDUYILDJﬂ.ﬁ.EEﬁ.GIDLP"I’SCRﬁ.
FER1_SPIOL/1-147 :l"ﬂjﬂ.lﬂ.T"TTTMMG-- Output to Textbox... > TGR——SLFGLEKT—GSF{——GGRMTMA;&"I"KUTLVTPTGNUEFDEPDD‘U"TILDﬂ.AEEEGIDLP'\"SERﬂ.
FER3_RAPSA/1-96 |- ------------- Create Sequence Feature... . ________ e ATYKVKFITPEGEQEVECDDDVYVLDAAEEAGIDLPYSCRA
FER2 ARATH/1-148 MAST - ---ALSSAT g Create Group swA eueculie cwanccnuT s s I TPEGELEVECDDDVYVLDAAEEAGIDLPYSCRA
FER BRANA/1-96 i ______________ Edit New Group > Edit name and description of current group IDLPYSCRA
Group Colour > Text Colour...
FER1_ARATH/1-148 MAST----ALSSAIVSTSFLRRQQTPISLRSLPFA ,p - 0¢ LDLPYSCRA
Q93760 _ARATH/1-118 MAST - - - -ALSSAIVSTSFLRRQQTPISLRSLPFA  Text v None LDLPYSCRA
FER1_MAIZE/1-150 IhMTULGSPRAPﬂFFFSSSSLEﬂAPAPTﬁU--ALPA Colour Text Clustal IDLPYSCRA
080429_MAIZE/1-140 MAAT - - - - - - - - -ALSMSILR- - -APPPCFSSPLR  Border colour I DLPFSCRA
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MA+TLGTPALSGT+VSTSFLRRAQPAPTSLRSLPS+VG+FP+LFGLKSVSTARGGRVTAMATYKVKLITPEGEQEFECPDDVYI LDAAEEAGIDLPYSCRA

Sequence 13 ID: Q93Z60_ARATH Residue: ILE (60)




