CAGA
CAUG
CACA

CACGAAACA-UAAA--CUAUCG
UCACACGUG-UAAA--CGUUCA
CAACCACU-CGAAA-UCUCUC

R.norvegicus. 2/1-64 GC-UUACARU--GA
R.norvegicus.1/1-61 A-UAUUUGUU-UA
D.aries. 1/1-68 G- ACGCCUBC---A
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