806 MuscleWs alignment of Uniref50 Sequences - FASTA
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FER_CAPAA/1-97 EFDCPDDVY | LDOAEEAGHDLPYSCRAGSCSSCAGK | AGGAVDQTDGNFLDDDQLEEG b
FER_CAPAN/1-144 EFDCPDNVY | LDQAEEAGHDLPYSCRAGSCSSCAGK | AGGAVDOQTDGNF LDDDQLEEG

FER1_SOLLC/1-144  EFECPDDVYI|LDQAEEEGHDLPYSCRAGSCSSCAGKVTAGSVDQSDGNFLDEDQEAAG
Q93X/9_SOLTU/1-144 EFECPDDVY | LDQAEEEGHDLPYSCRAGSCSSCAGKVTAGTVDQSDGKF LDDDIQE AAG
FER1_PEA/1-149 EFECPSDVY | LDHAEEVG IDLPYSCRAGSCSSCAGKVVGGEVDQSDGSFLDDEQI EAG
Q7XA98_TRIPR/1-152 EFDCPDDVY | LDHAEEVG IELPYSCRAGSCSSCAGKVVNGNVNQEDGSFLDDEQ I EGG
FERI_MESCR/1-148 ELECPDDVY | LDAAEEAGIDLPYSCRAGSCSSCAGKVTSGSVNQDDGSFLDDDQIKEG
FER1_SPIOL/1-147  EFQCPDDVY | LDAAEEEGIDLPYSCRAGSCSSCAGKLKTGSLNQDDQSFLDDDQIDEG
FER3_RAPSA/1-96 EVECDDDVYVLDAAEEAGIDLPYSCRAGSCSSCAGKVVSGSVDQSDQSFLDDDQI AEG
FER1_ARATH/1-148 EVECDDDVYVLDAAEEAGIDLPYSCRAGSCSSCAGKVVSGSVDQSDQSFLDDEQIGEG
FER_BRANA/1-96 EVECDDDVYVLDAAEEAG IDLPYSCRAGSCSSCAGKVVSGFVDQSDESFLDDDIQI AEG
FER2_ARATH/1-148 EVECEEDVYVLDAAEEAGLDLPYSCRAGSCSSCAGKVVSGSIDQSDQSFLDDEQMSEG -
Q93Z60_ARATH/1-118 EVECEEDVYVLDAAEEAGLDLPYSCRAGSCSSCAGKVVSGSIDQSDQSFLDD------ :
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Sequence 3 ID: FER1_SOLLC Residue: LYS (97) |




