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FER_CAPAA/1-97
FER_CAPAN/1-144
FER1_SOLLC/1-144
Q93XJS_S0LTU/1-144
FER1_FEA/1-1489
Q7XAS8_TRIPR/1-152
FER1_MESCR/1-148
FER1_SPIOL/1-147
FER3 _RAPS5A/1-96
FER2_ARATH/1-148
FER_BRANA/1-96
FER1_ARATH/1-148
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EFDCPDDVYILDOAEEAGHDLPYSCRAGSCSSCAGKIAGGAVDQTDGNFLDDDQLEEG
EFDCPDNVYILDOAEEAGHDLPYSCRAGSCSSCAGKIAGGAVDQTDGNFLDDDQLEEG
EFECPDDVYILDQAEEEGHDLPYSCRAGSCSSCAGKVTAGSVDQSDGNFLDEDQEAAG
EFECPDDVYILDOAEEEGHDLPYSCRAGSCSSCAGKVTAGTVDOQSDGKFLDDDQEAAG
EFECPSDVYILDHAEEVGIDLPYSCRAGSCSSCAGKVVGGEVDASDGSFLDDEQIEAG
EFDCPDDVYILDHAEEVGIELPYSCRAGSCSSCAGKVYVVNGNYMNOQEDGSFLDDEQIEGG
ELECPDDVYILDAAEEAGIDLPYSCRAGSCSSCAGKEVTSGSYNOQDDGSFLDDDQIKEG
EFQCPDDVYILDAAEEEGIDLPYSCRAGSCSSCAGKLKTGSLNQDDQSFLDDDQIDEG
EVECDDDVYVLDAAEEAGIDLPYSCRAGSCSSCAGKVVSGSYDQSDAQSFLDDDQIAEG
EVECDDDVYVLDAAEEAGIDLPYSCRAGSCSSCAGEKVYVVSGSYDOQSDAQSFLDDEQIGEG
EVECDDDVYVLDAAEEAGIDLPYSCRAGSCSSCAGKVVSGFVDASDESFLDDDAQIAEG

EVECEEDVYVLDAAEEAGLDLPYSCRAGSCS5CAGKVVSGS5IDAQSDASFLDDEAQMSEG

Q93760 _ARATH/1-118 EVECEEDVYVLDAAEEAGLDLPYSCRAGSCSS5CAGKVVSGS5IDAQSDAQSFLDD--~-~---



