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Tcoffee with Defaults

¢ Secondary Structure Prediction »

g Protein Disorder > Edit settings and run...

¢ Analysis - Run Tcoffee with preset
2 Conservation 2 Prob AT

¢ Fetch DB References - robcons with Defaults
________________ = 4 . Edit settings and run...
GLKS-GTARGGRVT AMA _
................ A Muscle with Defaults

GLES-STARGGRVT AMA
GLEKS-STARGGRVT AMA
GRSA-SS5RR--RLRAQA
KPLA-APMRRQLLRAQA

Edit settings and run...
Run Muscle with preset

Mafft with Defaults
Edit settings and run...

Run Mafft with preset
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MSAprobs with Defaults
m Edit settings and run...

GlLprobs with Defaults
-_H Edit settings and run...
GLKSVSTARGGRVT AMA
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Clustal
Realign with Clustal

ClustalO
Realign with ClustalO
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