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Allgnment of MuscleWs allgnment of Unirefs0 Sequences - FASTA P
Job detalls

=* Yamsas@Dundee University Life Sciences Bloinformatics Cluster Job **
=% public Job Limits are 1 hour of CPU time and 1G of memory.

=E

** All Dundee Hosted Web Services will be down between

** from 11-12-2006-17:45+GMT to 12-12-2006-09:00+GMT -
=% Cluster jobs will be suspended from 17:15 to 09:00

=% Sorry for any Inconvenlience.

Started Tue Dec 12 10:38:47 2006

Sopfs/gib_lab/software/ [x24-xB86/bin/muscle -maxiters 16 -anchorspacing 32 -loga

/ homes/ws-dev]l/NOBACK/ Jobs/ JalviewW s,/ MsaW 5-1obs/ muscle 14280/ muscle.log -nocore
-verbose -quiet -in
Shomes/wes-devl/NOBACK/ jobs/ JalviewW s/ MsaWs-Jobs/ muscle 14280/ Inseqs.fasta -out

J homes/ws-devl/NOBACK/ jobs/ JalviewW s,/ MsaWs-Jobs/ musclel42B80/ Insegs_allgned. fasta

MUSCLE ¥3.0 (C) Copyright 2003,04 Robert C. Edgar
http://www. drives.com,/ muscle
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