Secondary Structure: small subunit ribosomal RNA

UAAG
-u U
G=C
2:21/100 ‘
700 AG U-Ge A |
u”=a A c | AG
N G | cCs e u Aceacé ccuua=uccuuucYYCcc coalc
MAhuec aucueeac®haut ®c'%Gc 6, G [NERRE T 1nnnnni i c
<11 t-nrnnn. ol e 11 U-GUGCL‘JCGA AGGGGGU AGGAA;‘\CU GG GC(“,GG
A=U u CA
UG‘GCGAUGUGGA(‘:CUUAAGAE;SG ceo A2y ¢ g G 1150
-G =C Gu G=C A A
G=20C C=0G G=C
|
G=C ueu G-+ U
¢T¢s vt SRy G=C, AOG—
INES u A I TU=AT 1000 EZE
G A c uc ¢Te/ -
A O G ¢ v e G- uc U=A
U=A ¢ C=a A  C=G
G=C A=0U C=G G=CcU _A=U
-C=G Goa AU=A AG
U=~An A G- 800 | u=A cg-.u u
c=G A U AUGAGAAUG U-6
U=A A A Tre-nn- Ce 1050 ¢ = g—[n?G]
G = C—750 c=c Jé-¢
A=U AG - U G=cC
¢ G ¢ G = C-
| 650 Y, GG =C 7y U
AC N A G=C u
AACCUGGGA UGCAUCUGA C[U]GGCAAGC  c U=A A
~CoMl-rlte ot Bt 4l «-111-1 G, G=C e = ¢
UcGGGCCCC GUGUAGACU GAJUUGUUUGG /,°U A / ¢z /u=a
U A | i Cgl- cle aAG—C G=C
/AN 600 G e G A G=¢C
A 2 Y u=A
c ol 7, 8cA yza_
CfalsC e AC-GG
G
c c
UA ¢ U UCGCG
AYAC A LU=A vaCcUN £
c o G=cC, G AN,G
Uy 2,9 c-"6 G=C A Gt e
c,7,Y% G=cC U=A AT ¢
O -A Gy G=C— 1250 G A
i ,% c U 950-U + G WAAGAN s
sle,chuy c A ezl N Nouc A
"s S M ¢ A G=C o i N
G & L) u A=U AL
cGu G=-cC chy u
[ " c=36 U oA AL O GanA
AA/G A é=¢ A /G—cAAUGGC\\ GUTA
G , [0=A N
450 Ay GG,'fCG UAAC-(I;— ‘E \CUG
S G
GC/,.AG CGGlg = ¢ e, u//‘; G
G %A, 500C =G Y A
CNGA: \ AT Y 550 AR N G G
N
| /7y ® G \C=G UM G u
| N 1300
UAAA UU ApG=C GU\\ UEJ Cu ’cc
GGGUU GUAC AGC\\ AAG G G
Coyy. 1 AANNSC —1350 A G
u NG G A A
UCCGG UAUGUGGC U v 3 4
A G 400~.C\\ G=C _u®
! AGaA cC\N u 4 G -U
GAAI cC VG mCm® A G A
AUCN GC A c c U C’G/
| ERCD A c =g} m’G A% c~%
AGCCUGA UGCAG \‘GA | G-clsoou’:’:cceu’:?? G CC’OAU UC:G
- nnna G y . . A G c -U
, - A
C6CGGGU ACGUA 5 meC = Gp gyueeceucc‘msA u 5= Cu
! ApC I UU c=c" & 2 AAG N C G
A —A=U— U ] c
[ c=G C cah
G C=G A
AOG C
Un —s0 u-G c
G-u U
G=C g
G A
A G U-
G-uU I
o
G=C |
G-+ U ’
A~ G-+ U 3
A | U=A
GUC ACGGU CAG GAAGAAGC gre
Lo ben-nnnnen g o
CGG UGA CA GUCUUUCUUCG A=U
G‘ G | A =U
_A=u-
100 A c h . h I
A Escherichia coli
A c
o (J01695)
S0 . . .
ey 1.cellular organisms 2.Bacteria 3.Proteobacteria
G=C P
N
AU -6 4.gamma subdivision
G=cC— X ;
€=¢ 5. Enterobacteriaceae and related symbionts
U-a . L
A a 6. Enterobacteriaceae 7. Escherichia
c=G .
v o S8 November 1999 (cosmetic changes July 2001)
[} c
G-CC
G-+ U
C=G
U=A
A=U— 1?0
N AUA Symbols Used In This Diagram:
_Geeccucuu® Aceec® ACUACUGG, ) )
IS 1e11 ellll-1 G —c - Canonical base pair (A-U, G-C)
UCC GGGGAG ceec CGAUGGC A ;
AG I A 4 AUAAU\ G + U -G-U base pair
200 A .
A A G oA -G-Abase pair
c c . .
¢ u e u - Non-canonical base pair
G=C . . . .
AL 8 Every 10th nucleotide is marked with a tick mark,

and every 50th nucleotide is numbered.

Tertiary interactions with strong comparative data are connected by
solid lines.
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