Jalview Tutorial – internal WTB

Basic Skills

· Getting sequences and alignments into Jalview

· Local file

· Drag’n’drop and some OS

· Web url

· EBI Databases

· Textbox

· Cut’n’paste

· Trouble shooting file formats

· Saving from Jalview

· Project files

· Alignment file formats
· Navigation

· Searching

· Overview window

· Editing & Selection

· Regions and groups

· Group editing

· Removing gaps, columns, and portions of sequences

· Undo

· Colouring

· By residue

· By alignment quality

· By conservation

· By quality

· Annotation colouring

· Control of alignment layout

· Font Size

· Wrap/Nowrap

· Numbering/No numbering

· Hiding/showing annotation

· Alignment Figure Generation

· EPS text/vector output

· PNG

· What programs work with these files

· Printing

· Tips?

· Analysis (on all or selected region)

· PCA

· Note on Jalview project files and PCA

· Exporting figures

· Tree

· Calculating trees

· Loading/saving trees

· Cutting trees

· Subgroup analysis

· Tree figure generation

· Alignments

· Realignment

· Secondary structure prediction

· Single sequence

· Alignment based

· What do all these annotations mean ?

· Alignment Annotation

· Creating sequence features

· Search and selection

· Creating user defined annotation
· Secondary structure

· Labels

· Sequence Database references

· SRS query based on sequence ID

· Fetching DAS annotation based on ID

· Discovering Uniprot IDs

· Discovering associated PDB sequences

Advanced Skills

· Multiple Views

· Hide/show

· Regions

· Locked editing

· Alignments involving hidden regions

· Secondary Structure Predictions

· Sequences

· Representative Sequences

· Redundancy

· Keyboard Editing Mode

· Feature files
· Annotation files

· Knowing the Jalview datamodel

· Moving sequence associated annotation from one alignment to another

· Global propagation of features to other copies of sequence

· Linked alignment viewing ?

· Working with Modeller PIR files
· Basically a couple of gotchas about how Jalview supports the Modeller PIR info line

· Viewing local PDB files

· References in the Jalview Project

· Pairwise Alignments

· No way of reconstructing a multiple alignment from multiple pairwise alignments … yet.

