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FER_CAPAA/1-97 EFDCPDDVY I LDQAE EAGHD LF"'rr SERAG 5C5 SEAGH I AGGAUDQTDGN F LDDDQLE EG
FER_CAPAN/1-144 EFDCPDNVY | LDOAEEACGHDLPYSCRAGSCSSCAGK | AGCAVDOTDGNFLDDDQLEEG
FER1_SOLLC/1-144  EFECPDDVY | LDQAEEEGHDLPYSCRAGSCSSCAGKVTAGSVDQSDGNFLDEDQEAAG
Qoix/a SOLTU-144 EFECPDDVY | LDOAEEEGHDLPYSCRAGSCSSCAGKVTAGTVDOSDCKFLDDDQE AAG
FERI_PEA/1-149 EFECPSDVY | LDHAEEVGIDLPYSCRAGSCSSCAGKYVVGGEVDOSDGSFLDDEQI EAG
Q7XA98_TRIPR/1-152 EFDCPDDVY | LDHAEEVGIELPYSCRAGSCSSCAGKVVYVNGNVNOQEDCSFLDDEQIEGD
FERI_MESCR/1-148 ELECPDDVY | LDAAEEAGIDLPYSCRAGSCSSCAGKYTSGSVNOAQDDGSFLDDDOQIKEG
FER1_SPIOL/1-147  EFQCPDDVY | LDAAEEEGIDLPYSCRAGSCSSCAGKLKTGSLNQDDQSFLDDDQIDEG
FER3I_RAPSA/I-96 EVECDDDVYVLDAAEEAGIDLPYSCRAGSCSSCAGKVYVSGSVDOSDOQSFLDDDO!I AEG
FERI_ARATH/1-148 EVECDDDVYVLDAAEEACIDLPYSCRAGSCSSCACGKVYVSLSVDOSDOSFLDDEQIGEG | |
FER_BRANA/1-96 EVECDDDVYVLDAAEEAGIDLPYSCRAGSCSSCAGKYVSGCFRFVDOSDESFLDDDOQI AEG
FERZ _ARATH/1-148 EVECEEDVYVLDAAEEAGLDLPYSCRAGSCSSCAGKVVSCSIDOSDOSFLDDEQMSEG

Q93760 _ARATH/1-118 ENECEEDVYVLDAAEEAGLDLPYSCRAGSCSSCAGKVYSLSIDOQSDAQSFLDD------ !




